Using heterogeneity of the patient-derived xenograft model to identify
the chemoresistant population in ovarian cancer

Supplementary Material

Supplementary Table 1: RNAseq revealed 299 genes that had significantly (p<0.05) different
expression in the treated PDX samples versus the untreated PDX samples.

Gene Chromosome  Start Location Stop Location Strand oI Tl
(tr/untr)
VSTM4 10 50222290 50323578 - 2.88385
ZNF750 17 80787310 80797932 - 2.44072
RP11-193H5.1 1 238025475 238091620 + 2.38723
ACP5 19 11685475 11689802 - 2.29376
HIST1H2BC 6 26123695 26124133 - 2.14114
CPEB3 10 93808397 94050876 - 2.11674
DNM3 1 171810618 172381858 + 2.02791
MPC1 6 166778408 166796502 - 1.97979
PRPH 12 49688909 49692482 + 1.95466
ABCG1 21 43619799 43717355 + 1.93807
MGLL 3 127407905 127542094 - 1.92425
TLR5 1 223282748 223316625 - 1.88421
MMP14 14 23305742 23316809 + 1.87184
GPC4 X 132435064 132549206 1.86717
ITGB2 21 46305868 46348754 - 1.8659
EME2 16 1823229 1826240 + 1.80979
PTK2B 8 27168999 27316909 + 1.77717
FAM219A 9 34398182 34458569 - 1.7753
NMNAT?2 1 183217372 183387635 - 1.73956
MOCOS 18 33767480 33848686 + 1.737
PLCB2 15 40580098 40600175 - 1.73671
GCLM 1 94352590 94375013 - 1.73021
ADSSL1 14 105190534 105213648 + 1.72613
LINC00957 7 44078648 44083896 + 1.71886
MKRN9P 12 88176663 88178489 - 1.70392
VAMP?2 17 8062465 8066294 1.70315
CHST11 12 104850692 105155793 + 1.68861
PTPLAD2 9 21006365 21031636 - 1.68735
ADCY9 16 4012650 4166187 - 1.67735
ZNF727 7 63505821 63538928 + 1.676
PREX1 20 47240793 47444421 - 1.67126
MTSS1 8 125563011 125740749 - 1.66101
HERC2P3 15 20613650 20711434 - 1.65423
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Supplementary Figure 1: The SABiociences RT? qPCR array for cancer drug targets was run on
the patient’s tumor and their matched untreated PDX tumor. Differences in relative gene expression
for each target was calculated and the 2°“' value was determined. Correlation of expression is seen
in each of the 4 pairs analyzed.



